Key indicators: single-crystal X-ray study; T = 296 K; mean (O-B) = 0.007 Å; R factor = 0.026; wR factor = 0.065; data-to-parameter ratio = 9.4. 
borophosphate ribbons, constructed by BO 4 (2 symmetry) and PO 4 tetrahedra. The borate groups share all their oxygen apices with adjacent phosphate tetrahedra. The ribbons are connected via Ni 2+ cations that are located on twofold rotation axes. The cations have a slightly distorted octahedral oxygen coordination by four O atoms from the anion and by two water molecules. The voids within the helices are occupied by Li + cations, likewise located on twofold rotation axes, in an irregular environment of five O atoms. The structure is stabilized by O-HÁ Á ÁO hydrogen bonds between coordinated or uncoordinated water molecules and O atoms that are part of the helices.
Related literature
For the isotypic Mg analogue, see: Lin et al. (2008) . For other borophosphates, see: Boy & Kniep (2001) ; Kniep et al. (1998) . A review on the structural chemistry of borophosphates is given by Ewald et al. (2007) . 
Experimental

Crystal data
Table 2
Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. structures have drawn much attention during the past few years. These compounds show a rich crystal chemistry (Kniep et al., 1998; Ewald et al., 2007 (85% wt ) under constant stirring. Finally, the mixture was kept in a 30 ml Teflon-lined steel autoclave at 443 K for 6d. The autoclave was slowly cooled to room temperature.
Refinement
The highest peak in the difference map is 1.29Å from atom H6, and the minimum peak is 0.48Å from atom P2. 
